Key indicators: single-crystal X-ray study; T = 110 K; mean (C-C) = 0.001 Å; R factor = 0.046; wR factor = 0.121; data-to-parameter ratio = 28.0.
In the title molecule, C 22 H 27 NO, the piperidine ring adopts a chair conformation, with all substituents equatorial. The dihedral angle between the two phenyl rings is 56.90 (5) . In the crystal, molecules are linked by weak C-HÁ Á ÁO hydrogen bonds. A C-HÁ Á Á interaction involving the phenyl ring at the 6-position is also found in the crystal structure.
Related literature
For a related crystal structure, see: Thiruvalluvar et al. (2007) . For the biological activity ofpiperidines, see: Venketeshperumal et al. (2001) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). P. Gayathri, J. Jayabharathi, G. Rajarajan, A. Thiruvalluvar and R. J. Butcher
Comment
Piperidones exhibit a wide spectrum of biological activities and form an essential part of the molecular structures of important drugs. Molecular geometry critically influences biological activity. Attention has been focused on structure-activity relationships. Piperidines with crowded groups at C3 and C5 have enhanced biological activity compared to other piperidines (Venketeshperumal et al., 2001 ).
As part of our research, we have synthesized the title compound and report its crystal structure here. Thiruvalluvar et al., (2007) have reported the crystal structure of a diphenylpiperidin-4-ol derivative, in which the piperidine ring adopts a chair conformation.
In the title molecule, C 22 H 27 NO, (Fig.1 ) the piperidine ring adopts a chair conformation, with all substituents equatorial.
The dihedral angle between the two phenyl rings is 56.90 (5)°. Molecules are linked by C6-H6···O4(-x, 1 -y, -z) weak hydrogen bonds. A C34-H34B···π (-x, -y, -z) interaction involving the phenyl ring (C61-C66) is also found in the crystal structure.
Experimental
A mixture of ammonium acetate (38.5 g, 0.5 mol), benzaldehyde (106.12 ml, 1 mol) and 2-octanone (64.10 ml, 0.5 mol) in distilled ethanol was heated to boiling. After cooling the viscous liquid obtained was dissolved in diethyl ether (200 ml) and shaken with 10 ml concentrated hydrochloric acid. The precipitated hydrochloride of the title compound was removed by filtration and washed with 40 ml mixture of ethanol and diethyl ether (1:1) and then with diethyl ether to remove most of the coloured impurities. The base was liberated from an alcoholic solution by adding aqueous ammonia and then diluting with water. It was purified by column chromatography, using an n-hexane-ethyl acetate mixture as the solvent. The yield of the compound was 80%.
Refinement
The N-bound H atom was located in a difference Fourier map and refined freely; N1-H1 = 0.911 (12) Å. The remaining H atoms were positioned geometrically and allowed to ride on their parent atoms, with C-H = 0.95 -1.00 Å; U iso (H) = kU eq (C), where k = 1.5 for methyl and 1.2 for all other H atoms.
supplementary materials sup-2 Figures   Fig. 1 . The molecular structure of the asymmetric unit, showing the atom-numbering scheme and displacement ellipsoids drawn at the 40% probability level. H atoms are shown as small spheres of arbitrary radius. Symmetry codes: (i) −x, −y+1, −z; (ii) −x, −y, −z.
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